3 



r B1 

Ala Val Glu Asn Lys Glu Glu Thr Pro Glu Thr P/o Glu Thr Asp Ser 
1 '5 10 / 15 



Glu Glu Glu Val Thr He Lys Ala Asn Leu Uf Phe Ala Asn Gly Ser 
20 25 / 30 

Thr Gin Thr Ala Glu Phe Lys Gly Thr Phe /Glu Lys Ala Thr Ser Glu 
35 40 / 45 

Ala Tyr Ala Tyr Ala Asp Thr Leu Lys Y.f/s Asp Asn Gly Glu Tyr Thr 
50 55 / 60 

Val Asp Val Ala Asp Lys Gly Tyr Thr/ Leu Asn He Lys Phe Ala Gly 

65 70 / 75 80 

— B2 

Lys Glu Lys Thr Pro Glu Glu Pro U/s Glu Glu Val Thr He Lys Ala 
85 / 90 95 

Asn Leu He Tyr Ala Asp Gly Lys/Thr Gin Thr Ala Glu Phe Lys Gly 
100 / 105 110 

Thr Phe Glu Glu'Ala\Ttor Ala GYu Ala Tyr Arg Tyr Ala Asp Ala Leu 
115 \ I lk 125 



Lys Lys Asp Asn Gly 31 u Tyr thr Val Asp Val Ala Asp Lys Gly Tyr 
130 / 135 / 140 

~ B3 



Thr Leu Asn He Lys Phe Ala/ Gly 
145 150 



Lys Glu Lys Thr Pro Glu Glu Pro 
155 160 



Lys Glu Glu Val Thr lie Lys Ala Asn Leu He Tyr Ala Asp Gly Lys 
165 / 170 175 

Thr Gin Thr Ala Glu Phe U/s Gly Thr Phe Glu Glu Ala Thr Ala Glu 
180 / 185 190 



Ala Tyr Arg Tyr Ala Asp 
195 

Val Asp Val Ala Asp Lys 
210 



eu Leu Ala Lys Glu Asn Gly Lys Tyr Thr 
200 205 

Gly Tyr Thr Leu Asn He Lys Phe Ala Gly 
215 220 



4 



\ 




— B4 

Lys Glu Lys Thr Pro Glu Gl 
225 230 

Asn Leu lie Tyr Ala Asp Gly 
245 



Thr Phe Ala Glu Ala Thr Al 
260 

Ala Lys Glu Asn Gly Lys Ty 
275 



Thr He Asn lie Arg Phe Al 
290 295 

Glu 
305 ] 




e Lys Ala 
240 



Phe Lys Gly 
255 

Asp Leu Leu 
270 

Gly Gly Tyr 
Lys Pro Glu 



and [variants,] subfragments, multiples oj mixtures of [the] domains B1-B5 having the same 
binding properties. 



4. (Amended) A hybrid protein according to claim 3, characterized in 
that the domains which bind to heavy >chains In immunoglobulin G are chosen from among 
the CI- and C2-domains in protein G [pt from among any other functionally similar proteins 
which bind to heavy chains in immunoglobulin G, and variants, subfragments, multiples or 
mixtures thereof having the same binding properties]. 



5. (Twice Amended) A hybriii protein according to Claim 4, 
characterized in that the hybrid protein has the [following] amino acid sequence of Sequence 
I.D. No. 3 [(SEQ ID No:3): 

Ala Val Glu Asn Lys Gl Q~mr*hr Pfo Glu Thr Pro Glu Thr Asp Ser 
1 5 \ ) / 10 15 

Glu Glu Glu Val Thr He Lys Ala /Asn Leu He Phe Ala Asn Gly Ser 
20 / / 25 30 



5 



Thr Gin Thr Ala Glu Phe Lys Gly Thr Phe Glu Lys Ala Thr Ser/Glu 
35 40 45 

Ala Tyr Ala Tyr Ala Asp Thr Leu Lys Lys Asp Asn Gly Glu T/r Thr 
50 55 60 

Val Asp Val Ala Asp Lys Gly Tyr Thr Leu Asn He Lys Phe* Ala Gly 
65 70 75 / 80 

Lys Glu Lys Thr Pro Glu Glu Pro Lys Glu Glu Val Thr/Ile Lys Ala 
85 90 / 95 

Asn Leu He Tyr Ala Asp Gly Lys Thr Gin Thr Ala frlu Phe Lys Gly 
100 105 / 110 

Thr Phe Glu Glu Ala Thr Ala Glu Ala Tyr Arg ijc Ala Asp Ala Leu 
115 120 7 125 

Lys Lys Asp Asn Gly Glu Tyr Thr Val Asp Val/Ala Asp Lys Gly Tyr 
130 135 / 140 



Thr Leu Asn He Lys P 
145 150 




Lys Glu Lys Thr Pro Glu Glu Pro 
165 160 



Lys Glu Glu Val Thr He Lys tola/ Asn Leu /He Tyr Ala Asp Gly Lys 

165 \l 170/ 175 

Thr Gin Thr Ala Glu Phe Lys 'Gly Thr Ph£ Glu Glu Ala Thr Ala Glu 

180 185 / 190 



Ala Tyr Arg Tyr Ala Asp Leu Leu Ala l/ys Glu Asn Gly Lys Tyr Thr 

195 200 / 205 

Val Asp Val Ala Asp Lys Gly Tyr Thr/ Leu Asn He Lys Phe Ala Gly 
210 215 / 220 

Lys Glu Lys Thr Pro Glu Glu Pro ij/s Glu Glu Val Thr He Lys Ala 
225 230 / 235 240 

Asn Leu He Tyr Ala Asp Gly Lys /Thr Gin Thr Ala Glu Phe Lys Gly 
245 / 250 255 



Thr Phe Ala Glu Ala Thr Ala Glif Ala Tyr Arg Tyr Ala Asp Leu Leu 
260 / 265 270 
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Ala Lys 61 u Asn Gly Lys Tyr Thr Ala Asp Leu Glu Asp Gly Gly/Tyr 
275 280 285 

Thr He Asn He Arg Phe Ala Gly Lys Lys Val Asp Glu Lys fro Glu 
290 295 300 

Glu Pro Met Asp Thr Tyr Lys Leu He Leu Asn Gly Lys TKr Leu Lys 
305 310 315 / 320 

Gly Glu Thr Thr Thr Glu Ala Val Asp Ala Ala Thr Al/Glu Lys Val 

325 330 / 335 




Phe Lys Gin Tyr Ala Asn Asp Asn Gly Val Asp Gly/Glu Trp Thr Tyr 
340 345 / 350 

Asp Asp Ala Thr Lys Thr S?he Thr Val Thr Glu Lys Pro Glu Val He 
355 \ 360 / / 365 

Asp Ala Ser Glu Leu Thr Pro\A/a Val Thr Thf Tyr Lys Leu Val He 
370 375/ / 380 



Asn Gly Lys Thr Leu Lys Gly Glu Thr Thr/Thr Lys Ala Val Asp Ala 
385 390 / 395 400 

Glu Thr Ala Glu Lys Ala Phe Lys Gin ~f/r Ala Asn Asp Asn Gly Val 
405 A10 415 

Asp Gly Val Trp Thr Tyr Asp Asp Ali Thr Lys Thr Phe Thr Val Thr 
420 425 430 



A 



Glu Met ] 

and [variants,] subfragments, multiples or mixtures of [the] domains B1-B5 having the same 
binding properties. 



11. (Amended) A reagent kit ft>r binding, separating and identifying 
immunoglobulins, characterized in t^rtTpiisJudes] Comprises a protein according to any one 
{J\ of Claims 1 [and] or 3-5 and a detection rekgejit . 



